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ID 



PRTMKfl 



MgR/SENSE SEQUENCE 



9 

10 
11 
12 
13 
14 
15 
16 
17 
18 
19 
20 
21 
22 



pUC/M13-P5 
pUC/M13-P5B 
pUC/M13-P3 
PUC/M13-P3B 
D2-1-E00.T7 75/+ 



D2-6MT71 



D2-1 
D2-28 
D2-134 
CD2-250 
D2-274 
CD2-378 
D2-528 
cp2~€16 
D2-616 
CD2-618 
CD2-771 
D2-847 
D2-996 
CD2-996 



25/+ 5 • -CCCAGTCACGACGTTGTAAAACGAC- 3 ' 

27/+ 5 1 -GGMTTTGCTGCAAGGCGATTAAOTTGO-3 ' 

25/+ 5 1 - TGW3CGGAIAACAATTTCACACAGG - 3 ■ 

27/- 5 * -<X3CTTTACACTTTATGCTTCCGGCTOG-3 1 

5 1 -GCGGATAT1X5/GAATTC/TCTAGA/ 

AATTTAAIACGACTCACmTA/ 
AGTTCTrTACnXTACGTG^ 1 

(S'-Fill /BcoRI /Xbal/T7 Promoter/ 
5 •-end of DEN- 2) 

77/+ S ■ - CCAGT/ GAATTC/ GAGCTC/ACGCGT/ 

AAATTTAATACGACTCACTATA/ 

TTCnTAGTCTACGTGGACCGACAAAQACAG - 3 • 

(S«-Fill/EcoRI/SstI/MluI/T7 Promoter/ 
5* -end of DEN- 2) 

24/+ 5 1 -AGTTGTTAGTCTACX5TGGACCGAC-3 1 

34/+ 5 ■ - GAC7^GATTCTTTGAGGaAGCTGAGCTC7^CX3TAG - 3 1 

2B/+ 5 • - TCAATATG CTXja^CGOGAGAOAAACCQ - 3 ■ 

26/- 5 • -GGGATTGTTAGGAAACGAAGGAACGC-3 • 

32/+ 5 ' -CCACCAACAGCAGGGATACTGAAAAGATGGGG-3 ■ 

25/- 5 * -TGCAGATCTGCGrCTCCTATTCAAG-3 1 

25/+ 5 ' - CGTCAACATGTOrACCCT CATGG CC - 3 • 

26/- 5 r -TTGCACCAACAGTCAATCrrCTTCAGO-3 ' 

25/+ 5 ' -ACCAGAAGACATAGATTGTTGGTGC-3 ' 

25/- 5 ■ -GCACCAACAGTCTATGTCTTCTOGC- 3 • 

25/- 5 ■ -ATGTTTCCAGGCCCCrrCTGATGAC-3 1 

25 /+ 5 1 -GCAGCAATCCTGGCATACACCATAO- 3 1 

27/+ 5 ' -GGTTGAC^TAGTCTTAGAACATGGAAG- 3 ' 

27/- 5 » -CTTCCATt3TTCTAAGACTATGTCAACC-3 * 
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23 
24 
25 
26 
27 
28 
29 
30 
31 
32 
33 
34 
35 
36 
37 
38 
39 
40 
41 
42 
43 
44 
45 
46 
47 

48 
49 



D2-1005 

D2-1141 

D2-1211 
CD2-1211 
CD2-1227 

D2-1261 

D2-1416 
CD2-1503 

D2-1510 
CD2-1510 

D2-1546 
CD2-1567 

D2-1777 
CD2-1777 

D2-1863 
CD2-1888 

D2-2047 
CD2-2047 

D2-2170 
CD2-2200 

D2-23D8 
CD2-2504 
CD2-2622 

D2-2702 
CD2-2864 

D2-2992 
CD2-3105 



35/+ 5 1 -GTCTTAQAACATGQAAGTTGTGTGACGACGATGGC-3 * 

25/+ 5 • - ACAACAGAATCTCGCTGCCCAACAC- 3 ■ 

25/+ B • "GCAAACACTCC^TGGTAGAjCAOAGG-3 1 

25/- 5 1 - CCTCTGTCTACCATGGAGTGTTTGC- 3 1 

27/- 5 ■ - CCACATCCATrTCCCCATCCTCTGTCT-- 3 * 

30/+ 5 » - GGAAAGGGAGCK^TTGTGACCTGTCCTATG - 3 » 

28/+ 5 • - GGAAATCAAAATAACA(XAC7U3AGTTCC~ 3 • 

34/- 5 • - CTG CAGCAACACCATCTCATTGAAGTCX3AGGCCX: - 3 ■ 

25/+ 5 ■ -GACTTCAATGAGATGGTGCTGCTGC-3 1 

25/+ 5 1 -GCAGCMCACCATCTCATTGAAGTC-3 1 

2B/+ 5 ' -AAGCTTGGCTGGTGCAC71GGCAATGGTT- 3 ■ 

27/- 5 1 -TGGTAACGGCAGGTCTAGGAACCA.TTG-3 ' 

23/+ 5 ' -GGACATCTCAAGTGCAGGCTGAG-3 ' 

23/+ 5 * -CTCAGCCTGCACTTQAQATGTCC-3 1 

27/+ 5 • - GAAGGAAATAG CAGAAACACAACATGG - 3 1 

33/- 5 ' - CCCTTCATATTGTACTCTGATAACTATTGTTCC- 3 ■ 

32/+ 5 • - CCTCCATT CCGAGACAGCTAC^TCATCATAGG - 3 • 

32/- 5 ' -CXTTATGATGATOTAGCTGTCTCCGAATGGAGG-3 1 

29/+ 5 « - ATGGCCATTTTAGGTGACACAGCCTQGGA - 3 « 

27/ - 5 • -TGTAAACACTCXTTCCOU3GGATCCAAA- 3 1 

29/+ 5 • - CTCATAGGAGTC7LTT ATCACATGGATAGG - 3 • 

35/- 5 ' - GGGGATTCIX^TTGGAACTrATATTGTT - 3 • 

30/- 5 1 - TGATTCAATTCTGGTGTTATTTGTTTCCAC- 3 • 

25/+ 5 ' - AAGGAATCATG CAGG CAGGAAAACG - 3 . 1 

22/- 5 ' - ACTTCCAGCGAfiTTCCAAGCTC- 3 1 
A A 

25/+ 5 ' -AACAGAGCCGTCCATGCCGATATGG-3 « 

22/- 5 ' - TCCATTGCTCCAAAGGGTGTGT - 3 1 

G 



50 



D2-3236 



25/+ 



5 ' - AG CTTGAGATGGACTTTGATTTCTG - 3 • 
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51 CD2-3410 

52 D2-3621 

53 CD2-3739 



54 

55 

56 
57 
56 
59 



D2-390S 
CD2-4002 

CD2-4060 
D2-4214 

D2-4257 
CD2-4323 



MgR/smsg 



102 



22/- 
23/+ 
25/- 

25/+ 
25/- 

25/- 
25/+ 
34/+ 
24/- 



5 1 -GGTCTGATTTCCATCCCX3TACC-3 • 

5' -GTCCTTIAGAGACCTGGGAAGAG-3 • 

5 1 -GTnTCTCAAGAOTAGTCCAGCTGC-3 » 
C 

5 • - ATCAATTGGCAGTGACTATCATGGC- 3 ' 

5 ' -TGTTAAGAfiCAjGTGGAjQAAACGGAC-3 ' 
A 6 

5' -GATTC3AGACCTTTGATCGTCAACGC-3 ' 

5 1 -TGAX^IAGGACCA!I7AGTGGCrGGAGG-3 » 

5 • -OQTGCTCACTGGWS3ATOGGCX3GATTTGGAACT 1 

5 1 -GGGCTGCTTCCTGATATITCTGCC- 3 1 



60 
61 
£2 



66 
67 
6B 
69 

70 
71 
72 
73 
74 
75 



D2-4497 
CD2-4557 
CD2-4615 



63 D2-4746 

64 D2-4792 

65 CD2-4922 



D2-4994 
D2-5124 
D2-5173 
CD2-5272 

CD2-531B 
CD2-5656 
CD2-5B91 
D2-5770 
D2-6152 
cD2-6252 



25/+ 5 1 -CCTGTGGGAADTGAAGAAACAACGG-3 1 

30/- 5 * -GCTCCATCTTCC^TTCAGCLTil'CCXJlTG - 3 • 

25/- 5 ' - CIXX^CTCC^ATCTG^GA^ATCC- 3 ■ 

G OA 

25/+ 5 ' -CCTAATATCATATGGAGQAGGCTGO- 3 1 

25/+ 5 • -GAAGGAGAAGAAOTCCAGGTATTGG-3 • 

25/- 5 -£TOTOG^AATTGGAGATCCTGACXj- 3 * 

T T 

2S/+ 5 1 -GTOGftGCATATGTGAGTGCTATAGC-3 ' 

25/+ 5 ' -TCTOACTATGGCCGGAAGGTATCTC- 3 * 

25/+ 5' -ACMTAATCTTGGCCCCCACTAGAG- 3 ' 

19/- 5 , -qSATCTCCCGCCCGGTGTG-3 , 
A 

25/- 5 ' - CrTAACTGCnX^TAGCAGCCTCATGG - 3 ■ 

27/ - 5 • -CCTACTQAGTTGTATCACnTTCTTTCC- 3 ' 

26/- 5*-TGGATTTCTTCCTATTCTCCCTCTTC-3 1 

25/+ 5 1 - rrCAAGGCTGAGAGGGTTATAGACC- 3 • 

25/+ 5 ' -TCTGGTTOGCCTACAGAGTGGCAGC-3 ■ 

27 / - 5 ' - CCnTCTTTTGTCCAGATTTC^CTTCC - 3 1 

A 
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ID 

Hfii ER9CBB MgR/ggW5g SRopraeg _ 

76 D2-6493 35/+ 5 * -GCX5TA£AACCATGCTCTCAGTGAAC^ • 

77 CD2-6605 24/- 5 • -rrcCOU30GTCATCTTCCCTAT&C-3 • 

G 

78 CD2-6624 31/- 5 ' - GATG CTAG CCGTGATTATGCAG CACATTCCC- 3 ' 

79 D2-6748 25/+ 5 » -AAACAGAGAACACCCCAAGACAACC- 3 » 

80 CD2-6932 21/- 5 1 -CGGCATACAGCGTCCATGCTG-3 • 

81 D2-7055 25/+ 5 • -QTCTCX3GGAAAOGATGGCOVTTOTC-3 1 

82 CD2-7195 25/- 5 » -CTCTGGlTGCTTTnXrrTG&AGT^C-- 3 ' 

A GO 

83 CD2-7217 27/- 5 ' -COGCCXKntKTIOrrTTOGAGCTTCrC-3 1 

84 D2-7378 25/+ 5 1 - A£X3ACTACATGGGCTCTGTGTGAGG- 3 • 

85 CD2-7515 19/- 5 ' -GAGAAGTCOU3CTCCGGCC-3 • 

8€ D2-7769 25/+ 5 ' - AGAGAAACATGGTCACACC7UiAAGG - 3 • 

87 CD2-7885 22/- 5' -GTTCTTOGTOTCCTGGTCCTCC-3 1 

88 D2-B165 25/+ 5 • -GOAAATATGGAGGAGCCTAGTQAG(5-3 » 

89 CD2-B210 22/- 5 • - ACCCAGTACATCTCATGTGTGG- 3 * 

90 D2-8428 28/+ 5 1 -GJ^CATGSAAACATCATGGCACTATGACC-3 1 

91 D2-8440 25/+ 5 • - TCATGGCACTATGACCAAGACCACC- 3 ' 

92 CD2-8529 22/- 5 1 -CAGICTGACCACTCCXnTCACX!-3 1 

C A G 

93 D2-B773 25/+ 5 1 -AAGGTGAC^AGCAATGCAGCCTTGG-3 ' 

94 D2-B798 29/+ 5 ' - GGGCCATATTCACTQATGL^OAACAAG TOG - 3 ' 

95 CD2-8865 22/- 5 ' -JCITTCCCTGTCAACCAGCTCC-3 f 

C T 

96 D2 -904C 25/+ 5 ' - AATGAAGATCACTIXK5TTCTCCAGAG - 3 » 

97 D2-9131 25/+ 5 * -ACGTGAGCAAGAA7U3AGGGAGGAGC-3 ' 

98 CD2-9166 22/- 5 » -T^CCCATCCTGCIGTGTCATC-3 • 

A G 

99 CD2-9234 30/- 5 ' -GCTAGTTTCHTCTGTTCTCCTTCCATGTGG--3 ■ 

100 D2-9344 25/+ 5 » -TCATATCGAGAAGAGACCAAAGAGG- 3 1 

101 CD2-9429 24/- 5 ' - ACTCCTTCTC CCTCXIATCTGTCTG - 3 ■ 



WO 96/40933 



TCTtummm 



ID 



MgR/gBWPl^ 



104 

..ggQPgWCT, 



102 



CD2-9438 



103 CD2-9468 

104 D2-9645 

105 D2-96S6.BAM 

106 CD2-966B 

107 CD2-9779 

108 CD2-9796 

109 CD2-9796.XBA 

110 CD2-9913 

111 D2-9937 

112 CD2-9977 

113 CD2-10003 

114 02-10203 

115 CD2-10261 

116 D2-102B9 

117 CD2-10337 
116 D2-10418 

119 D2-10470 

120 CD2-10530 



27/^ 

32/- 
25/+ 
45/+ 

2B/- 
21/- 

28/- 
44/- 

26/- 
25/+ 
21/- 

25/- 
25/+ 
21/- 

25/- 
23/- 
25/+ 
25/+ 
19/- 



5 1 -ATGCTTlTSAAGAITCCTTCrCCCTCC-3 1 
A C 

5 ' -GCACAGOGATTTCTTCTGTGATTGTTAGGTGC- 3 1 

5 ' - ACAATGGGAACCTTCAAGAGG&TCKJ ~3 ' 

5 • -TTATCACATT/GGATCC/TTCAAGAGGATGGA 
ATGATTGGACACAAG' 3 ' 

(5 , -Plll/BainHI/DEN-2 Sequence) 

5 ' -C3U3WW»5GOlCTTGTGTCCA^^ • 



5 • -CTCQCTGGGA^TTCGGGCTC- 3 ■ 
T 6 

5 ' - CXXTKTTCCCGCAAAOACXACCCTQCrCC- 3 1 

5 ' - TTATCACCTA/TCTAOA/CCX3TCTCCC 
GCAAAGACCACCCTQCTCC-3 » 

5 ' -GTTO3AACC(^TGTGAT(^ACTGC- 3 • 

5 ' -ACAAGTCGAAC^CCTGGTCCATAC-3 ' 

5 1 - GCATGTCTTCCGT.CGTCATCC - 3 1 
T 

5 ' - CTTGAATCCACACCCTGTTCCAGAC-3 1 

5 1 - ATACACAGATTACATGCCATCCATG - 3 ■ 

5 « - TTTTGC3^CTACCACAG£AC - 3 • 
T A 

5 ' -GAAACAAGGCTAGAAGTCAGGTCGG-3 ' 

5 ' - GAC0G6GCTCACA6GTAGCAIA6 - 3 ' 

5 1 -GCCTGTAGCTCCACCTGAGAAGGTG- 3 1 

5 1 -GGAAGCTGTACGCATGGCGTAGTGG-3 1 

3TTGCTGC-3 ' 



121 CD2-10687 

122 CD2-10687.XBA 



123 CD2-10687.X2 



59/- 
59/- 



52/- 



5 ' -AGAACCTOTTGATTCAACAGCA(XATTC(^TTTTC^ 3 1 

5 » - TTATCACCTA/GCATGC / TCTAGA/ 

AGAACCTGTTGATTCAAC^CACC^TTCCATTTTCre-3 ' 

<5'-Fill/SphI/xbal/ 
3 , -Bnd DBN-2 Sequence) 

5 ' -TTATCACCTA/TCTAOA/ 

GAACC w lX?riX^TTCAACAGCACCATTCCA'ri"l"r CIU - 3 ' 

(5'-Fill/XbaI/ 
3 1 -End DEN- 2 Sequence) 



